We analyzed allozyme variation of 6 gene loci in 14 populations of Drosophila melanogaster originating from different regions of France and captured from fruits of the localities studied (cellars excluded). With respect to these 6 loci the populations are not genetically homogeneous. Allelic 
I. Introduction
Generally, allozyme frequencies in natural populations of Drosophila melanogaster within the same geographical area differ slightly from one locality to another. On the contrary, when collections are made in different regions, the populations show a large-scale genetic differentiation (B ERGER , 1971 ; DAVID, 1982 MacINTYRE, 1969 ; S INGH et al., 1982) . The first French populations analyzed, located in wine-cellars of the Sa6ne and Rh6ne valleys (G IRARD & P ALABOST , 1976 ; G IRARD et al., 1977) showed that the frequencies of the most common alleles at some loci (Est-C, Est-6 and a-Gpdh) fluctuate over wide limits ; on the contrary, at other loci (Acph, Adh and Odh), allele frequencies are very similar between populations. These results could be due, either to the particular habitat of wine-cellars, or to the specific geographical localization of the populations examined.
Consequently Figure 1 gives the geographical localization and the fruit of the habitats.
C. Electrophoresis
Allozyme variation was studied by starch gel electrophoresis using P OULIK ' S discontinuous buffer system (P OULIK , 1957 (G ROSSMAN B t al., 1970 ; PIPKIN et al., 1973) fig. 1) show a more or less high level of variability at the 6 loci studied (table 1 ) . Curiously, in spite of this heterogeneity, the patterns of the allelic frequency distribution are similar between these 14 populations and those previously described by G IRARD & P ALABOST in 1976 (table 2) . Because all of G IRARD & P ALABOST ' S populations were sampled from the same geographical area, we can note that the extension of the geographical origin of the populations analyzed has not provided a differentiation in the allelic frequency distribution for four enzymatic loci out of the five compared. Moreover, as these new populations have been captured from fruit, it appears that habitats different from wine-cellars have not induced particular patterns of allelic frequencies. Thus, despite the small number of loci studied, it seems that temperate habitats in France do not vary enough to provide much genetic differentiation in the case of enzymatic polymorphism. DAVID (1982) has also analyzed 5 other French populations sampled in different habitats (wine-cellars, fruit or urban habitats); 4 of them were located in the same geographical area as those of G IRARD & P ALABOST , the 5 th coming from Corsica. At the 4 loci commonly examined by DAVID and us (presently and (O AKESHOTT et al., 1981 (O AKESHOTT et al., , 1982 (O AKESHOTT et al., , 1983 
